
;quence listing 



<120> Method For Identifying Inhibitors of G Protein Coupled Receptor 
Signaling 

<130> 2661-101 

<140> US 09/852,910 

<141> 2001-05-11 

<150> US 60/275,472 

<151> 2001-03-14 

<160> 271 

<170> Patentln version 3.0 

<210> 1 

<211> 4 

<212> PRT 

<213> mammal 

<220> 

<221> misc_feature 

<222> (1) . . (1) 

<223> Xaa denotes any amino acid 



<220> 

<221> misc_feature 

<222> (2) . . (2) 

<223> Xaa denotes any amino acid 



<220> 

<221> misc_feature 

<222> (3) . . (3) 

<223> Xaa denotes any amino acid 



<220> 

<221> misc_feature 

<222> (4) . . (4) 

<223> Xaa denotes any amino acid 



<220> 

<221> misc_feature 

<222> (1) . . (4) 

<223> MBP-G11 



<400> 1 

Xaa Xaa Xaa Xaa 
1 



<210> 2 
<211> 11 
<212> PRT 



V 



<213> Homo sapiens 



<400> 2 

Leu Gin Leu Asn Leu Lys Glu Tyr Asn Leu Val 
1 5 10 

<210> 3 

<211> 4 

<212> PRT 

<213> mammal 

<220> 

<221> misc_f eature 

<222> (1) . . (4) 

<2 2 3> PAR- 13 



<400> 3 



Val Arg Pro Ser 
1 



<210> 4 

<211> 11 

<212> PRT 

<213> Artificial Sequence 



<220> 

<2 21> mis cofeature 

<222> (1) . . (ID 

<223> Gq peptide library sequence 



<400> 4 

Leu Gin Leu Asn Arg Asn Glu Tyr Tyr Leu Val 
1 5 10 

<210> 5 

<211> 4 

<212> PRT 

<213> mammal 

<220> 

<22 1> mis cofeature 

<222> (1) . . (4) 

<223> PAR-23 



<400> 5 

Leu Ser Arg Ser 

1 

<210> 6 

<211> 11 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> misc_feature 
<222> (1) . . (11) 



<223> Gq peptide library sequence 



<400> 6 

Leu Gin Gin Lys Leu Lys Glu Tyr Ser Leu Val 
15 10 

<210> 7 

<211> 4 

<212> PRT 

<213> mammal 

<220> 

<221> misc_f eature 

<222> (1) . . (4) 

<223> PAR-33 



<400> 


7 


Leu Ser Thr Asn 
1 


<210> 


8 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gq peptide library 



<400> 8 

Leu His Leu Asn Leu Lys Glu Tyr Asn Leu Val 
15 10 

<210> 9 

<211> 4 

<212> PRT 

<213> mammal 



<220> 

<221> mi sc_f eature 

<222> (1) . . (4 ) 

<223> PAR-34 



<400> 9 

Leu Pro Gin Met 
1 

<210> 10 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> misc feature 



<222> (1) . . (ID 

<223> Gq peptide library sequence 



<400> 10 

Gin Arg Leu Asn Val Gly Glu Tyr Asn Lev. Val 
1 5 10 

<210> 11 

<211> 4 

<212> PRT 

<213> mammal 

<220> 

<2 21> misc_f eature 

<222> U) • - (4) 

<223> PAR-45 



<400> 11 

Ser Arg His Thr 
1 



<210> 


12 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gq peptide library 



<400> 12 

Leu Arg Leu Asn Gly Lys Glu Leu Asn Leu Val 
1 5 10 

<210> 13 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Gin Arg Met His Leu Arg Gin Tyr Glu Leu Leu 
1 5 10 

<210> 14 

<211> 67 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_feature 
<222> (1) . . (67) 

<223> G alpha t library construct 



<220> 



<221> 
<222> 
<223> 



misc_f eature 
(9) . . (9) 

n = a, c, g or t 



<220> 

<221> mis c_f eature 

<222> (10) . . (10) 

<223> n = a, c, g or t 



<220> 

<221> misc_feature 

<222> (11) . . (11) 

<223> k = g or t 



<220> 

<221> mis c_f eature 

<222> (12) . . (12) 

<223> n - a, c, g or t 



<220> 

<221> misc_f eature 

<222> (13) . . (13) 

<223> n = a, c, g or t 



<220> 

<221> mis c_f eature 

<222> (14) . . (14) 

<223> k = g or t 



<220> 

<221> mi sc_f eature 

<222> (15) . . (15) 

<223> n = a, c, g or t 



<220> 

<221> mi sc_f eature 

<222> (16) . . (16) 

<223> n = a, c, g or t 



<220> 

<221> mi sc_f eature 

<222> (17) . . (17) 

<223> k = g or t 



<220> 

<2 21> mi sc_f eature 

<222> (18) . . (18) 

<223> n = a, c, g or t 



<220> 

<22 1> mis c_f eature 

<222> (19) . . (19) 

<223> n = a, c, g or t 



<220> 

<221> misc_f eature 

<222> (20) . . (20) 

<223> k = g or t 



<400> 14 

gaggtggtnn knnknnknnk attcgtgaaa acttaaaaga ttgtggtcgt ttctaactaa 



gtaaagc 



<210> 


15 


<211> 


11 


<212> 


PRT 


<213> 


Homo 


<400> 


15 


lie Lys 


Glu 


1 




<210> 


16 


<211> 


33 


<212> 


DNA 


<213> 


Homo 


<400> 


16 


atcaaggaga 



10 



<210> 17 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 17 

lie Lys Asn Asn Leu Lys Asp Cys Gly Leu Phe 
15 10 

<210> -18 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 18 

ataaaaaata atctaaaaga ttgtggtctc ttc 



<210> 19 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mi sc_f eature 

<222> (1) . . (11) 

<223> G alpha i 1/2 sequence in random order 



<400> 19 



Asn Gly He Lys Cys Leu Phe Asn Asp Lys Leu 
1 5 10 

<210> 20 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<222> (1) . . (33) 

<223> G alpha i 1/2 sequence in random order 



<400> 20 

aacggcatca agtgcctctt caacgacaag ctg 



<210> 21 

<211> 11 

<212> PRT 

<2 13> Homo sapiens 

<400> 21 

He Lys Asn Asn Leu Lys Glu Cys Gly Leu Tyr 
15 10 

<210> 22 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 22 

attaaaaaca acttaaagga atgtggactt tat 



<210> 23 

<211> H 

<212> PRT 

<213> Homo sapiens 

<400> 23 

He Ala Lys Asn Leu Arg Gly Cys Gly Leu Tyr 
15 10 

<210> 24 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 24 

atcgccaaaa acctgcgggg ctgtggactc tac 



<210> 25 

<211> H 

<212> PRT 

<213> Homo sapiens 



<400> 25 

He Ala Asn Asn Leu Arg Gly Cys Gly Lsv Tyr 
1 5 10 



<210> 26 

<211> 33 

<212> DNA 

<213> Homo sapiens 



<400> 26 

attgccaaca acctccgggg ctgcggcttg tac 



<210> 27 

<211> H 

<212> PRT 

<213> Homo sapiens 



<400> 27 

He Gin Asn Asn Leu Lys Tyr He Gly Leu Cys 
1 5 10 



<210> 28 

<211> 33 

<212> DNA 

<213> Homo sapiens 



<400> 28 

atacagaaca atctcaagta cattggcctt tgc 



<210> 29 

<211> 33 

<212> DNA 

<213> Homo sapiens 



<400> 29 

ctgcagctga acctcaagga gtacaacctg gtc 



<210> 30 

<211> H 

<212> PRT 

<213> Homo sapiens 



<400> 30 

Leu Gin Leu Asn Leu Lys Glu Tyr Asn Ala Val 
1 5 10 



<210> 31 

<211> 33 

<212> DNA 

<213> Homo sapiens 



- 400> 31 

:tccagttga acctgaagga gtacaatgca gtc 



<210> 32 
<211> H 



<212> PRT 

<213> Homo sapiens 



<400> 32 

Gin Arg Met His Leu Lys Gin Tyr Glu Leu Leu 
1 5 10 



<210> 33 

<211> 33 

<212> DNA 

<213> Homo sapiens 



<400> 33 

cagcggatgc acctcaagca gtatgagctc ttg 



<210> 34 

<211> 11 

<212> PRT 

<213> Homo sapiens 



<400> 34 

Leu Gin Leu Asn Leu Arg Glu Phe Asn Leu Val 
1 5 10 



<210> 35 

<211> 33 

<212> DNA 

<213> Homo sapiens 



<400> 35 

ctacagctaa acctaaggga attcaacctt gtc 



<210> 36 

<211> 11 

<212> PRT 

<213> Homo sapiens 



<400> 36 

Leu Ala Arg Tyr Leu Asp Glu lie Asn Leu Leu 
1 5 10 



<210> 37 

<211> 33 

<212> DNA 

<213> Homo sapiens 



<400> 37 

ctcgcccgct acctggacga gatcaacctg ctg 



<210> 38 

<211> 11 

<212> PRT 

<213> Homo sapiens 



<400> 38 

Leu Gin Glu Asn Leu Lys Asp lie Met Leu Gin 



1 5 10 

<210> 39 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 39 33 
ctgcaggaga acctgaagga catcatgctg cag 

<210> 40 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 40 

Leu His Asp Asn Leu Lys Gin Leu Met Leu Gin 
1 5 10 

<210> 41 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 41 33 
ctgcatgaca acctcaagca gcttatgcta cag 

<210> 42 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 42 33 
cagcgcatgc accttcgtca gtacgagctg etc 



<210> 


43 


<211> 


20 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (20) 


<223> 


5' minigene construct 


<400> 


43 



20 

gatccgccgc caeca tggga 



<210> 44 

<211> 4 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (1) . - (4) 

<223> 3' minigene construct sequence 



<400> 44 
tgaa 



<210> 45 

<211> 11 

<212> PRT 

<213> Drosophila melanogas ter 

<400> 45 

He Lys Asn Asn Leu Lys Gin He Gly Leu Phe 
1 5 10 

<210> 46 

<211> 11 

<212> PRT 

<213> Drosophila melanogas ter 

<400> 46 

Leu Ser Glu Asn Val Ser Ser Met Gly Leu Phe 
1 5 10 

<210> 47 

<211> H 

<212> PRT 

<213> Homo sapiens 

<400> 47 

He Ala Lys Asn Leu Arg Gly Cys Gly Leu Tyr 
1 5 10 

<210> 48 

<211> H 

<212> PRT 

<213> Xenopus laevis 

<400> 48 

He Ala Tyr Asn Leu Arg Gly Cys Gly Leu Tyr 
1 5 10 

<210> 49 

<211> 11 

<212> PRT 

<213> Caenorhabditis elegans 

<400> 49 

He Gin Ala Asn Leu Gin Gly Cys Gly Leu Tyr 
1 5 10 

<210> 50 

<211> H 

<212> PRT 

<213> Caenorhabditis elegans 



<400> 50 



lie Gin Ser Asn Leu His Lys Ser Gly Leu Tyr 
* 10 



<210> 51 
<211> 11 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 51 

lie Ser Thr Lys Leu Lys Glu Cys Gly Leu Tyr 
s 10 



<210> 52 
<211> 11 
<212> PRT 

<213> Xenopus laevis 
<400> 52 

He Lys Ser Asn Leu Met Glu Cys Gly Leu Tyr 
s 10 



<210> 53 

<211> 11 

<212> PRT 

<213> Canis f amiliaris 

<400> 53 

Val Gin Gin Asn Leu Lys Lys Ser Gly He Met 
1 5 10 

<210> 54 
<211> 11 
<212> PRT 

<213> Schizosaccharomyces pombe 
<400> 54 

Leu Gin His Ser Leu Lys Glu Ala Gly Met Phe 
s 10 



<210> 55 
<211> 11 
<212> PRT 

<213> Drosophila melanogas ter 
<400> 55 

Leu Gin Arg Asn Leu Asn Ala Leu Met Leu Gin 
s 10 



<210> 56 

<211> 11 

<212> PRT 

<213> Saccharomyces cerevisiae 

<400> 56 

Glu Asn Thr Leu Lys Asp Ser Gly Val Leu Asn 
1 5 10 



<210> 57 

<211> 11 

<212> PRT 

<213> Drosophila melanogaster 

<400> 57 

Leu Gin Ser Asn Leu Lys Glu Tyr Asn Leu Val 
1 5 10 

<2ip> 58 
<211> 11 
<212> PRT 

<213> Xenopus laevis 
<400> 58 

Leu Gin His Asn Leu Lys Glu Tyr Asn Leu Val 
* 10 



<210> 59 
<211> 11 
<212> PRT 

<213> Sporothrix schenckii 
<400> 59 

He Gin Glu Asn Leu Arg Leu Cys Gly Leu He 
s 10 



<210> 60 
<211> 11 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 60 

He Gin Gin Asn Leu Lys Lys He Gly He He 
s 10 



<210> 61 

<211> H 

<212> PRT 

<213> Neurospora crass a 

<400> 61 

He He Glu Arg Asn Leu Lys Gin Leu He Leu 
1 5 10 

<210> 62 

<211> H 

<212> PRT 

<213> Filobasidiella neoformans 

<400> 62 

Leu Gin Asn Ala Leu Arg Asp Ser Gly He Leu 
1 5 10 



<210> 63 
<211> H 
<212> PRT 



<213> Ustilago maydis 
<400> 63 

LeU Thr Asn Ala Leu Lys Asp Ser Gly lie Leu 

1 5 

<210> 64 
<211> 11 
<212> PRT 

<213> Kluyveromyces iactls 
<400> 64 

He Gin Gin Asn Leu Lys Lys Ser Gly lie Leu 

1 5 

<210> 65 
<211> 11 
<212> PRT 

<213> Kluyveromyces lacuxs 
<400> 65 

LeU Glu Asn Ser Leu Lys Asp Ser Gly Val Leu 

1 5 

<210> 66 

<211> 11 

<212> PRT 

<213> Ustilago maydis 

<400> 66 

He Leu Thr Asn Asn Leu Arg Asp He Val Leu 
1 5 

<210> 67 

<211> H 

<212> PRT 

<213> Mus musculus 

<400> 67 

Gin Arg Met His Leu Pro Gin Tyr Glu Leu Leu 

1 5 

<210> 68 

<211> H 

<212> PRT 

<213> Homo sapiens 

<400> 68 

Gin Arg Met His Leu Lys Gly Tyr Glu Leu Leu 

1 5 

<210> 69 

<211> 11 

<212> PRT 

<213> Coprinus congregatus 



<400> 69 



Leu Gin Leu His Leu Arg Glu Cys Gly Leu Leu 
r 10 



<210> 70 

<211> 11 

<212> PRT 

<213> Lycopersicon esculentum 

<400> 70 

Arg Arg Arg Asn Leu Phe Glu Ala Gly Leu Leu 
1 5 10 

<210> 71 

<211> 11 

<212> PRT 

<213> Glycine max 

<400> 71 

Arg Arg Arg Asn Leu Leu Glu Ala Gly Leu Leu 
1 5 10 

<210> 72 

<211> 11 

<212> PRT 

<213> Glycine max 

<400> 72 

Arq Arq Arg Asn Pro Leu Glu Ala Gly Leu Leu 

-i * 10 



<210> 73 

<211> 11 

<212> PRT 

<213> Ustilago maydis 

<400> 73 

He Gin Val Asn Leu Arg Asp Cys Gly Leu Leu 
1 5 10 

<210> 74 

<211> 11 

<212> PRT 

<213> Ustilago maydis 

<400> 74 

Arq Glu Asn Leu Lys Leu Thr Gly Leu Val Gly 
1 5 10 

<210> 75 

<211> 11 

<212> PRT 

<213> Oryza sa :iva 

<400> 75 



Asp Glu Ser Met Arg Arg Ser Arg Glu Gly Thr 
1 5 10 



<210> 76 
<211> 11 
<212> PRT 

<213> Calliphora vicina 
<400> 76 

Met Gin Asn Ala Leu Lys Glu Phe Asn Leu Gly 
15 10 

<210> 77 

<211> 11 

<212> PRT 

<213> Dictyos telium discoideum 

<400> il 

Thr Gin Cys Val Met Lys Ala Gly Leu Tyr Ser 
i S 10 



<210> 78 

<211> 11 

<212> PRT 

<213> Caenorhabditis elegans 

<400> 78 

lie lie Ser Ala Ser Leu Lys Met Val Gly Val 
i S 10 



<210> 79 
<211> 11 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 79 

Asn Glu Asn Leu Arg Ser Ala Gly Leu His Glu 
15 10 

<210> 80 

<211> 11 

<212> PRT 

<213> Caenorhabditis elegans 

<400> 80 

Arg Leu lie Arg Tyr Ala Asn Asn lie Pro Val 
1 5 10 

<210> 81 
<211> 11 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 81 

lie Ala Lys Asn Leu Lys Ser Met Gly Leu Cys 
15 10 



<210> 82 
<211> 11 



<212> PRT 

<213> Caenorhabditis elegans 



<400> 82 

He Gly Arg Asn Leu Arg Gly Thr Gly Met Glu 

10 



<210> 83 
<211> H 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 83 

He Gin His Thr Met Gin Lys Val Gly He Gin 

10 



1 



<210> 84 
<211> H 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 84 

He Gin Lys Asn Leu Gin Lys Ala Gly Met Met 

10 



<210> 85 

<211> H 

<212> PRT 

<213> Dictyostelium discoideum 



<400> 


85 


Leu Lys 


Asn He Phe Asn Thr 


1 


5 


<210> 


86 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (H) 


<223> 


Gq library peptide 



10 



<400> 86 

Leu Leu Leu Gin Leu Val Glu His Thr Leu Val 



1 


5 


<210> 


87 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . • (ID 


<223> 


Gq library peptide 



<400> 87 



His Arg Leu Asn Leu Leu Glu Tyr Cys Leu Val 



1 

1 


5 


<210> 


88 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gq library peptide 



<400> 88 

Glu Gin Trp Asn Met Asn Thr Phe His Met lie 
1 5 10 



<210> 


89 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (11) 


<223> 


Gq library peptide 



<400> 89 

Ser Gin Val Lys Leu Gin Lys Gly His Leu Val 
15 10 



<210> 


90 


<211> 


10 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (10) 


<223> 


Gq library sequence 



<400> 90 

Leu Arg Leu Leu Leu Glu Tyr Asn Leu Gly 
1 5 10 



<210> 


91 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) ■ • (ID 



<223> Gq library peptide 



<400> 91 ' 

Arg Arg Leu Lys Val Asn Glu Tyr Lys Leu Leu 



<210> 92 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (l).-(lD 

<223> Gq library peptide 

<400> 92 

L eu Gin Leu Arg Leu Arg Glu His Asn Leu Val 
1 5 

<210> 93 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (1)..(1D 

<223> Gq library peptide 

<400> 93 

His Val Leu Asn Ser Lys Glu Tyr Asn Gin Val 



<210> 94 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (l)-.(H) ... 
<223> G alpha 11 library peptide 

<400> 94 

Met Lys Leu Asn Val Ser Glu Ser Asn Leu Val 
1 5 

<210> 95 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 



<222> (1) . . (ID 

<223> G alpha 11 library peptide 



<400> 95 

Leu Gin Thr Asn Gin Lys Glu Tyr Asp Met Asp 
1 5 10 

<210> 96 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 
•<222> U) . . (ID 

<223> G alpha 11 library peptide 



<400> 96 

Leu Gin Leu Asn Pro Arg Glu Asp Lys Leu Trp 
15 10 

<210> 97 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis c_f eature 

<222> (1) . . (ID 

<223> G alpha 11 library peptide 



<400> 97 

Arq His Leu Asp Leu Asn Ala Cys Asn Met Gly 
1 5 10 

<210> 98 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mi sc_f eature 

<222> (1) . . (10) 

<223> G alpha 11 library peptide 



<400> 98 

Leu Arg Asn Asp lie Glu Ala Leu Leu Val 



1 



5 10 



<210> 99 

<211> 11 

<212> PRT 

<213> Artificial Sequence 



<220> 



<221> misc_f eature 
<222> (1) . . (ID 

<223> G alpha 11 library peptide 



<400> 99 

Leu Val Gin Asp Arg Gin Glu Ser lie Leu Val 
R 10 



<210> 100 

<211> 11 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> mi sc_f eature 

<222> (1) . . (ID 

<223> G alpha 11 library peptide 



<400> 100 

Leu Gin Leu Lys His Lys Glu Asn Asn Leu Met 
1 5 1° 



<210> 


101 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) - . (ID 


<223> 


G alpha 11 library 



<400> 101 

Leu Gin Val Asn Leu Glu Glu Tyr His Leu Val 
s 10 



<210> 102 

<211> 11 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> mis cofeature 

<222> (1) . . (ID 

<223> G alpha 11 library peptide 



<400> 102 



Leu Gin Phe Asn Leu Asn Asp Cys Asn Leu Val 
1 5 10 



<210> 103 

<211> 11 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> misc_f eature 

<222> (1)..(1D 

<223> G alpha 11 library peptide 



<400> 103 

Met Lys Leu Lys Leu Lys Glu Asp Asn Leu Val 
R 10 



<210> 104 

<211> 11 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> mi sc_f eature 

<222> (1) . . (ID 

<223> G alpha 11 library peptide 



<400> 104 

His Gin Leu Asp Leu Leu Glu Tyr Asn Leu Gly 
1 5 10 



<210> 105 

<211> 11 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> mis cofeature 

<222> (1) . ■ (ID 

<223> G alpha 11 library peptide 



<400> 105 

Leu Arg Leu Asp Phe Ser Glu Lys Gin Leu Val 
i 5 10 



<210> 106 

<211> 11 

<212> PRT 

<213> Artificial Sequence 



<220> 

<2 21> mi sc_f eature 

<222> (1) . • (ID 

<223> G alpha 11 library peptide 



<400> 106 

Leu Gin Lys Asn Leu Lys Glu Tyr Asn Met Val 
1 5 10 



<210> 107 

<211> 11 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> mis cofeature 

<222> (1)..(H) 

<223> G alpha 11 library peptide 



<400> 107 

Leu Gin Tyr Asn Leu Met Glu Asp Tyr Leu Asn 
1 5 10 

<210> 108 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<2 21> misc_f eature 
<222> (1) . . (ID 

<223> G alpha 11 library peptide 



<400> 108 

Leu Gin Met Tyr Leu Arg Gly Tyr Asn Leu Val 
1 5 10 

<210> 109 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (1) . . (ID 

<223> G alpha 11 library peptide 



<400> 


109 


Leu Pro 


Leu Asn Pro Lys Glu Tyr Ser 


1 


5 


<210> 


110 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


G alpha 11 library peptide 



10 



<400> 110 

Met Asn Leu Thr Leu Lys Glu Cys Asn Leu Val 
1 5 10 



<210> 111 
<211> 11 
<212> PRT 



<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<222> (1) . . (ID 

<223> G alpha 11 library peptide 



<400> 111 

Leu Gin Gin Ser Leu lie Glu Tyr Asn Leu Leu 
* 10 



<210> 112 

<211> 13 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> mis c_f eature 

<222> (1) . . (13) 

<223> G alpha i minigene peptide 



<400> 112 

Met Gly He Lys Asn Asn Leu Lys Asp Cys Gly Leu Phe 
* 10 



<210> 113 

<211> 13 

<212> PRT 

<213> Artificial Sequence 



<220> 

<2 21> mis c_f eature 

<222> (1) . . (13) 

<223> G alpha i R minigene peptide 



<400> 113 

Met Gly Asn Gly He Lys Cys Leu Phe Asn Asp Lys 
1 5 10 

<210> 114 

<211> 13 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mi sc_f eature 

<222> (1) . . (13) 

<223> G alpha q minigene peptide 



<400> 114 

Met Gly Leu Gin Leu Asn Leu Lys Glu Tyr Asn Ala 
15 1° 



<210> 115 
<211> 13 



<212> PRT 

<213> Artificial Sequence 



<220> 

<221> misc_feature 

<222> (1) . . (13) 

<223> G alpha q** minigene peptide 



<400> 115 

Met Gly Leu Gin Leu Asn Leu Lys Glu Tyr Asn Thr Leu 
1 5 10 



<210> 116 

<211> 13 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> misc feature 

<222> (1).."(13) 

<223> G alpha 12 minigene peptide 



<400> 116 

Met Gly Leu Gin Glu Asn Leu Lys Asp He Met Leu Gin 
S 10 



<210> 117 

<211> 13 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> misc_f eature 

<222> (1) . . (13) 

<223> G alpha 13 minigene peptide 



<400> 117 

Met Gly Leu His Asp Asn Leu Lys Gin Leu Met Leu Gin 
s 10 



<210> 118 

<211> 68 

<212> DNA 

<213> Artificial Sequence 



<220> 

<2 21> mi sc_f eature 

<222> (1) . . (68) 

<223> G alpha t library construct 



<220> 

<221> mi sc_f eature 

<222> (9) . . (9) 

<223> n = a, c, g or t 



<220> 

<221> mis cofeature 

<222> (10) . . (10) 

<223> n = a, c, g or t 



<220> 

<221> misc_feature 

<222> (11) . . (ID 

<223> k == g or t 



<220> 

<221> misc_feature 

<222> (12) . . (12) 

<223> n = a, c, g or t 



<220> 

<221> misc_f eature 

<222> (13) . . (13) 

<223> n = a, c, g or t 



<220> 

<221> mi sc_f eature 

<222> (14) . . (14) 

<223> k = g or t 



<220> 

<221> mis cofeature 

<222> (15) . . (15) 

<223> n = a, c, g or t 



<220> 

<221> mi sc_f eature 

<222> (16) . . (16) 

<223> n = a, c, g or t 



<220> 

<2 2 1> mis cofeature 

<222> (17) . . (17) 

<223> k = g or t 



<220> 

<221> mis cofeature 

<222> (18) . . (18) 

<223> n = a, c, g or t 



<220> 

<221> mi sc_f eature 

<222> (19) . . (19) 

<223> n = a, c, g or t 



<220> 

<2 21> mis cofeature 
<222> (20) . . (20) 



<223> k = g or t 



^ggtggtnn knnknnknnk attcaaggag aacctgaagg actgcggcct cttctaacta 60 

68 

agtaaagc 



<210> 119 

<211> 67 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<222> (1) . . (67) 

<223> Gs library construct 



<220> 

<221> mis c__f eature 

<222> (9) . . (9) 

<223> n = a, c, g or t 



<220> 

<221> mi sc_f eature 

<222> (10) . . (10) 

<223> n = a, c, g or t 



<220> 

<2 21> mi sc_f eature 

<222> (ID • • (ID 

<223> k = g or t 



<220> 

<221> mis c_f eature 

<222> (12) . . (12) 

<223> n = a, c, g or t 



<220> 

<221> mi sc_f eature 

<222> (13) . . (13) 

<223> n - a, c, g or t 



<220> 

<221> mi sc_f eature 

<222> (14) . . (14) 

<223> k = g or t 



<220> 

<221> mis cofeature 

<222> (15) . . (15) 

<223> n = a, c, g or t 



<220> 



<221> 
<222> 
<223> 



misc_f eature 
(16) . . (16) 
n = a, c, g or t 



<220> 

<221> mi sc__f eature 

<222> (17) . . (17) 

<223> k = g or t 



<220> 

<221> mis cofeature 

<222> (18) . . (18) 

<223> n = a, c, g or t 



<220> 

<221> mis cofeature 

<222> (19) . . (19) 

<223> n = a, c, g or t 



<220> 

<221> mis cofeature 

<222> (20) . . (20) 

<223> k = g or t 



<400> 119 

gaggtggtnn knnknnknnk ctgcagctga acctgaagga gtacaatctg gtctaactaa bU 

67 

gtaaagc 



<210> 120 

<211> 67 

<212> DNA 

<213> Artificial Sequence 
<220> 

<2 21> mi sc_f eature 

<222> (1) . . (67) 

<223> G12 library construct 



<220> 

<22 1> mi sc_f eature 

<222> (9) . . (9) 

<223> n = a, c, g or t 



<220> 

<2 21> mi sc_f eature 

<222> (10) . . (10) 

<223> n - a, c, g or t 



<220> 

<221> mi sc_f eature 

<222> (11) . . (ID 

<223> k = g or t 



<220> 

<221> miscjeature 

<222> (12).. (12) 

<223> n = a, c, g or t 



<220> 

<221> misc_f eature 

<222> (13) . . (13) 

<223> n = a, c, g or t 



<220> 

<221> mis cofeature 

<222> (14).. (14) 

<223> k = g or t 



<220> 

<221> misc feature 

<222> (15) 

<223> n = a, c, g or t 



<220> 

<221> mi sc_f eature 

<222> (16) . . (16) 

<223> n - a, c, g or t 



<220> 

<2 21> mis cofeature 

<222> (17).. (17) 

<223> k = g or t 



<220> 

<221> mis cofeature 

<222> (18) . . (18) 

<223> n = a, c, g or t 



<220> 

<2 21> mi sc_f eature 

<222> (19) . . (19) 

<223> n = a, c, g or t 



<220> 

<221> mi sc_f eature 

<222> (20) . . (20) 

<223> k = g or t 



gaggtggtnn knnknnknnk ctgcaggaga acctgaagga catcatgctg cagtaactaa 60 

67 

gtaaagc 



<210> 121 
<211> 67 



<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<222> (1)..(67) 

<223> G13 library construct 



<220> 

<221> mis cofeature 

<222> (9) . . (9) 

<223> n = a, c, g 



<220> 

<221> misc_f eature 

<222> (10) • • (10) 

<223> n = a, c, g 



<220> 

<221> misc_f eature 

<222> (ID.- (ID 

<223> k = g or t 



<220> 

<221> mi sc__f eature 

<222> (12) • • (12) 

<223> n = a, c, g 



<220> 

<221> mis cofeature 

<222> (13) • • (13) 

<223> n = a, c, g 



<220> 

<221> mis cofeature 

<222> (14) . . (14) 

<223> k = g or t 



<220> 

<221> mis cofeature 

<222> (15) . . (15) 

<223> n = a, c, g 



<220> 

<221> mis c_f eature 

<222> (16).- (16) 

<223> n = a, c, g 



<220> 

<221> mis c_f eature 

<222> (17) • • (17) 

<223> k = g or t 



<220> 

<221> miscjeature 

<222> (14) . - (14) 

<223> k = g or t 



<220> 

<221> mis cofeature 

<222> (15) . . (15) 

<223> n = a, c, g or 



<220> 

<221> misc_feature 

<222> (16) . . (16) 

<223> n = a, c, g or 



<220> 

<221> miscjeature 

<222> (17).. (17) 

<223> k = g or t 



<220> 

<221> misc_f eature 

<222> (18) . . (18) 

<223> n = a, c, g or 



<220> 

<221> mis cofeature 

<222> (19) • - d9) 

<223> n = a, c, g or 



<220> 

<221> mi sc_f eature 

<222> (20).. (20) 

<223> n = a, c, g or 



gaggtggtnn knnknnknnk ctcgcccggt acctggacga gattaatctg ctgtaactaa 60 

67 

gtaaagc 



<210> 123 

<211> 67 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> mi sc__f eature 

<222> (1)..(67) 

<223> Gz library construct 



<220> 

<221> mi sc_f eature 



<222> (9) . • (9) 

<223> n = a, c, g or 



<220> 

<221> mis cofeature 

<222> (10) . . (10) 

<223> n = a, c, g or t 



<220> 

<221> misc_f eature 

<222> (ID • • (ID 

<223> k = g or t 



<220> 

<221> mis cjeature 

<222> (12).. (12) 

<223> n = a, c, g or t 



<220> 

<221> mis c_f eature 

<222> (13) . . (13) 

<223> n = a, c, g or t 



<220> 

<221> mis cofeature 

<222> (14) . . (14) 

<223> k = g or t 



<220> 

<221> mis cofeature 

<222> (15) . . (15) 

<223> n = a, c, g or t 



<220> 

<221> mi sc__f eature 

<222> (16) . . (16) 

<223> n = a, c, g or t 



<220> 

<221> mi sc_f eature 

<222> (17) . . (17) 

<223> k = g or t 



<220> 

<221> mis cofeature 

<222> (18) . . (18) 

<223> n = a, c, g or t 



<220> 

<221> mi sc_f eature 

<222> (19) . . (19) 

<223> n = a, c, g or t 



<220> 

<221> mis c_f eature 

<222> (20).. (20) 

<223> k = g or t 



glggjggt" Knn.nnknnK atacagaaca atctcaagta cattggcctt tgctaactaa 



60 
67 



gtaaagc 



<210> 124 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mi sc_f eature 

<222> (1)..(1D 

<223> G alpha t library peptide 



<400> 124 

He Arg Glu Asn Leu Lys Asp Cys Gly Leu Phe 
1 5 10 

<210> 125 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (1) • • UD 

<223> G alpha t library peptide 



<400> 125 

Leu Leu Glu Asn Leu Arg Asp Cys Gly Met Phe 
1 5 10 

<210> 126 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mi sc__f eature 

<222> (1)..(1D 

<223> G alpha t library peptide 



<400> 126 

He Gin Gly Val Leu Lys Asp Cys Gly Leu Leu 
1 5 10 



<210> 127 
<211> 11 



<212> PRT 

<213> Artificial Sequence 
<220> 

<221> miscjeature 

<222> (1) . . (ID 

<223> G alpha t library peptide 



<400> 127 

lie Cys Glu Asn Leu Lys Glu Cys Gly Leu Phe 
1 5 10 

<210> 128 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<222> (1) . . (11) 

<223> G alpha t library peptide 



<400> 128 

Met Leu Glu Asn Leu Lys Asp Cys Gly Leu Phe 



1 


5 


<210> 


129 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


G alpha t library peptide 



<400> 129 

Val Leu Glu Asp Leu Lys Ser Cys Gly Leu Phe 
1 5 10 

<210> 130 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<222> (1)..(11) 

<223> G alpha t library peptide 



<400> 130 

Met Leu Lys Asn Leu Lys Asp Cys Gly Met Phe 
1 5 10 



<210> 131 



<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<222> (1) . . (ID 

<223> G alpha t library peptide 



<400> 131 

Leu Leu Asp Asn lie Lys Asp Cys Gly Leu Phe 
15 10 

<210> 132 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (1) . . (ID 

<223> G alpha t library peptide 



<400> 132 

lie Leu Thr Lys Leu Thr Asp Cys Gly Leu Phe 



1 


5 


<210> 


133 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) • • (ID 


<223> 


G alpha t library peptide 



<400> 133 

Leu Arg Glu Ser Leu Lys Gin Cys Gly Leu Phe 
15 10 

<210> 134 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mi sc_f eature 

<222> (1) . . (ID 

<223> G alpha t library peptide 



<400> 134 



lie His Ala Ser Leu Arg Asp Cys Gly Leu Phe 
15 10 



<210> 


135 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


G alpha t library peptide 



<400> 135 

He Arq Gly Ser Leu Lys Asp Cys Gly Leu Phe 
1 5 10 

<210> 136 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (1) . . (ID 

<223> G alpha t library peptide 



<400> 136 

He Phe Leu Asn Leu Lys Asp Cys Gly Leu Phe 
1 5 10 

<210> 137 

<211> H 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (1) . . (ID 

<223> G alpha t library peptide 



<400> 137 

He Arg Glu Asn Leu Glu Asp Cys Gly Leu Phe 
1 5 10 

<210> 138 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<222> (1) . . (11) 

<223> G alpha t library peptide 



<400> 138 



He He Asp Asn Leu Lys Asp Cys Gly Leu Phe 
1 5 10 



<210> 139 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<222> (1) . • (ID 

<223> G alpha t library peptide 



<400> 139 

Met Arg Glu Ser Leu Lys Asp Cys Gly Leu Phe 
1 5 10 

<210> 140 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis c_f eature 
<222> (1) . • (ID 

<223> G alpha t library peptide 



<400> 140 

He Arg Glu Thr Leu Lys Asp Cys Gly Leu 
1 5 10 

<210> 141 

<211> H 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mi sc_f eature 
<222> (1) . . (ID 

<223> G alpha t library peptide 



<400> 141 

He Leu Ala Asp Val He Asp Cys Gly Leu Phe 



<210> 142 

<211> H 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mi sc_f eature 

<222> (1) . . (ID 

<223> G alpha t library peptide 



<400> 142 

Met Cys Glu Ser Leu Lys Glu Cys Gly Leu Phe 



1 



5 



10 



<210> 143 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (1)..(1D 

<223> G alpha t library peptide 



<400> 143 

lie Arq Glu Lys Trp Lys Asp Leu Ala Leu Phe 
! 5 1° 



<210> 


144 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


G alpha t library sequence 


<400> 


144 



Val Arg Asp Asn Leu Lys Asn Cys Phe Leu Phe 
1 5 10 



<210> 


145 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


G alpha t library sequence 


<400> 


145 



He Gly Glu Gin He Glu Asp Cys Gly Pro Phe 
1 5 10 



<210> 


146 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


G alpha t library sequence 


<400> 


146 



lie Arg Asn Asn Leu Lys Arg Tyr Gly Met Phe 
1 5 10 



<210> 


147 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . • (ID 


<223> 


G alpha t library sequence 



<400> 147 

lie Arg Glu Asn Leu Lys Asp Leu Gly Leu Val 



1 


5 


<210> 


148 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


G alpha t library sequence 



<400> 148 

He Arg Glu Asn Phe Lys Tyr Leu Gly Leu Trp 



1 


5 


<210> 


149 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


G alpha t library sequence 



<400> 149 

Ser Leu Glu He Leu Lys Asp Trp Gly Leu Phe 



1 


5 


<210> 


150 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . • (ID 


<223> 


G alpha t library sequence 



<400> 



150 



lie Arg Gly Thr Leu Lys Gly Trp Gly Leu Phe 
1 5 10 



<210> 151 

<211> 3 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> misc_f eature 

<222> (1) . . (3) 

<223> G alpha t library linker sequence 



<400> 151 

Ser Trp Val 
1 

<210> 152 

<211> 4 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (1) . . (4) 

<223> G alpha t library linker sequence 



<400> 152 

Phe Val Asn Cys 
1 

<210> 153 

<211> 4 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (1) . . (4) 

<223> G alpha t library linker sequence 



<400> 153 

Glu Val Arg Arg 
1 

<210> 154 

<211> 3 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> misc_feature 

<222> (1) . . (3) 

<223> G alpha t library linker sequence 



<400> 154 



Arg Val Gin 
1 



<210> 155 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> mis cofeature 

<222> (1) . . (4) 

<223> G alpha t library linker sequence 



<400> 155 



Arg Leu Thr Arg 
1 



<210> 156 

<211> 3 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> misc_f eature 

<222> (1) . . (3) 

<223> G alpha t library linker sequence 



<400> 156 



Ser Arg Lys 
1 



<210> 157 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> mi sc__f eature 

<222> (1) . . (4) 

<223> G alpha t library linker sequence 



<400> 157 

Met Thr His Ser 
1 



<210> 158 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> mi sc_f eature 

<222> (1) . . (4) 

<223> G alpha t library linker sequence 



<400> 158 



Ser Gly Pro Gin 
1 

<210> 159 

<211> 3 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (1) . . (3) 

<223> G alpha t library linker sequence 



<400> 159 

Met Leu Asn 
1 

<210> 160 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<222> (1) . . (ID 

<223> G alpha t library peptide 



<400> 160 

Leu Gin Arg Asn Lys Lys Gin Tyr Asn Leu Gly 
1 5 10 

<210> 161 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mi sc_f eature 

<222> (1) . . (11) 

<223> G alpha t library peptide 



<400> 161 

Leu Gin Leu Arg Tyr Lys Cys Tyr Asn Leu Val 
1 5 10 

<210> 162 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mi sc_f eature 

<222> (1) . . (11) 

<223> G alpha t library pepetide 



<400> 162 



Val His Val Lys Leu Lys Glu Tyr Asn Leu Val 
1 5 10 

<210> 163 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (1) . . (11) 

<223> G alpha t library peptide 



<400> 163 

Leu Gin Leu Asn Val Lys Glu Tyr Asn Leu Val 
15 10 

<210> 164 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<222> (1) . . (11) 

<223> G alpha t library peptide 



<400> 164 



Leu Arg lie Tyr Leu Lys Gly Tyr Asn Leu Val 

10 



1 


5 


<210> 


165 


<211> 


3 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (3) 


<223> 


G alpha 11 library 



<400> 


165 


Ser lie 


Arg 


1 




<210> 


166 


<211> 


4 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (4) 



<223> G alpha 11 library linker sequence 



<400> 166 

Arg Trp He Val 

1 

<210> 167 

<211> 3 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 
<222> (1) . . (3) 

<223> G alpha 11 library linker sequence 



<400> 167 



Gly Gly His 
1 



<210> 168 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> mis cofeature 

<222> (1) . . (4) 

<223> G alpha 11 library linker sequence 



<400> 168 



Arg Ser Glu Val 
1 



<210> 169 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> misc_f eature 

<222> (1) . . (4) 

<223> G alpha 11 library linker sequence 



<400> 169 

Cys Glu Pro Gly 
1 

<210> 170 

<211> 4 

<212> PRT ■ 

<213> Artificial Sequence 
<220> 

<221> misc feature 



<222> (1) . . (4) 

<223> G alpha 11 library linker sequence 



<400> 170 



His Gin Met Ala 
1 



<210> 171 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> mis cjeature 

<222> (1) . . (4) 

<223> G alpha 11 library linker sequence 



<400> 171 

Val Pro Ser Pro 
1 

<210> 172 

<211> 4 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<222> (1) . . (4) 

<223> G alpha 11 library linker sequence 



<400> 172 



Gin Met Pro Asn 

1 



<210> 173 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> mis c_f eature 

<222> (1) . . (4) 

<223> G alpha 11 library linker sequence 



<400> 173 

Met Trp Pro Ser 
1 

<210> 174 
<211> 3 
<212> PRT 

<213> Artificial Sequence 
<220> 



<221> mis c_f eature 
<222> (1) • • O) 

<223> G alpha 11 library linker sequence 



<400> 174 

Cys Val Glu 
1 

<210> 175 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis c_f eature 

<222> (1) ■ • (ID 

<223> G alpha t library peptide 



<400> 175 

Leu Gin Leu Asn Leu Lys Val Tyr Asn Leu Val 
s 10 



<210> 176 

<211> 11 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> mis cofeature 

<222> (1) • • (ID 

<223> G alpha t library peptide 



<400> 176 

Leu Glu Leu Asn Leu Lys Val Tyr Asn Leu Phe 



1 


5 


<210> 


177 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


G alpha t library peptide 



<400> 177 

Leu His Leu Asn Met Ala Glu Val Ser Leu Val 
1 5 10 



<210> 178 

<211> 11 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> misc_feature 

<222> (1)..(11) 

<223> G alpha t library peptide 



<400> 178 

Leu Lys Arg Tyr Leu Lys Glu Ser Asn Leu Val 
1 5 10 



<210> 179 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> misc_f eature 

<222> (1) . . (4) 

<223> G alpha 11 library linker sequence 



<400> 179 



Pro Arg Gin Leu 
1 



<210> 180 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> mi sc_f eature 

<222> (1) . . (4) 

<223> G alpha 11 library linker sequence 



<400> 180 



Phe Phe Trp Val 
1 



<210> 181 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> misc_featute 

<222> (1) . . (4) 

<223> G alpha 11 library linker sequence 



<400> 181 

Gin Arg Asp Thr 
1 

<210> 182 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> miscjeature 

<222> (1) . . (4) 

<223> G alpha 11 library linker sequence 



<400> 182 

Asn Phe Arg Asn 
1 

<210> 183 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<222> (1) . . (ID 

<223> G alpha t library peptide 



<400> 183 

Leu Gin Leu Lys Arg Gly Glu Tyr He Leu Val 
1 5 10 

<210> 184 

<211> H 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mi sc_f eature 

<222> (1)..(1D 

<223> G alpha t library peptide 



<400> 184 

Cys Ser Leu Lys Leu Lys Ala Tyr Asn Leu Val 
1 5 10 

<210> 185 

<211> H 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 
<222> (1) . . (ID 

<223> G alpha library peptide 



<400> 185 

Leu Gin Met Asn His Asn Glu Tyr Asn Leu Val 
1-5 1° 



<210> 186 
<211> H 
<212> PRT 



<213> Artificial Sequence 
<220> 

<221> misc__f eature 

<222> (1) • • (ID 

<223> G alpha t library peptide 



<400> 186 

Pro Gin Leu Asn Leu Asn Ala Tyr Asn Leu 



<210> 187 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (1)..(1D 

<223> Gs library peptide 



<400> 187 

Gin Gly Met Gin Leu Arg Arg Phe Lys 
1 5 

<210> 188 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (1) . • (ID 

<223> Gs library peptide 



<400> 188 

Arg Trp Leu His Trp Gin Tyr Arg Gly Arg Gly 
I 5 1° 

<210> 189 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (1) . . (ID 

<223> Gs library peptide 



<400> 189 



Pro Arg Pro Arg Leu Leu Arg Phe Lys lie Pro 
1 5 1° 



<210> 190 
<211> 11 



<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (1) . . (11) 

<223> Gs library peptide 



<400> 190 

Gin Gly Glu His Leu Arg Gin Leu Gin Leu Gin 
1 5 10 



<210> 


191 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(l) .7(11) 


<223> 


Gs library peptide 



<400> 191 

Gin Arg Leu Arg Leu Gly Pro Asp Glu Leu Phe 
15 10 



<210> 


192 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gs library peptide 



<400> 192 

Gin Arg lie His Arg Arg Pro Phe Lys Phe Phe 



1 


5 


<210> 


193 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gs library peptide 


<400> 


193 



Gin Arg Met Pro Leu Arg Leu Phe Glu Phe Leu 
15 10 



<210> 194 



<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> miscjeature 

<222> (1) . • (ID 

<223> Gs library peptide 



<400> 194 

Gin Arg Val His Leu Arg Gin Asp Glu Leu Leu 
1 5 10 



<210> 


195 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gs library peptide 



<400> 195 

Asp Arg Met His Leu Trp Arg Phe Gly Leu 
1 5 10 



<210> 


196 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gs library peptide 



<400> 196 

Gin Arg Met Pro Leu Arg Gin Tyr Glu Leu Leu 



1 


5 


<210> 


197 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gs library peptide 



<400> 197 



Gin Trp Met Asp Leu Arg Gin His Glu Leu Leu 
15 10 



<210> 


198 


<211> 


11 


<212> 


PRT 


<213> 


Arti f icial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gs library peptide 



<400> 198 

Gin Arq Met Asn Leu Gly Pro Cys Gly Leu Leu 
1 5 10 



<210> 


199 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) ■ . (ID 


<223> 


Gs library peptide 



<400> 199 

Asn Cys Met Lys Phe Arg Ser Cys Gly Leu Phe 
1 5 10 



<210> 


200 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gs library peptide 



<400> 200 

Gin Arg Leu His Leu Arg Gly Tyr Glu Phe Leu 



1 


5 


<210> 


201 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gs library peptide 


<400> 


201 



His Arg Arg His He Gly Pro Phe Ala Leu Leu 
15 10 



<2 10> 


zuz 


<2 11> 


1 1 


<Z 1 £. > 


PPT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gs library peptide 



<400> 202 

Glu Arg Leu His Arg Arg Leu Phe Gin Leu His 
1 5 10 

<210> 203 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> misc_feature 

<222> (1) . . (ID 

<223> Gs library peptide 



<400> 203 

Pro Cys He Gin Leu Gly Gin Tyr Glu Ser Phe 
1 5 10 



<210> 


204 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) ■ . (ID 


<223> 


Gs library peptide 



<400> 204 

Gin Arg Leu Arg Leu Arg Lys Tyr Arg Leu Phe 
1 5 10 



<210> 


205 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gt library peptide 



<400> 205 

He Val Glu He Leu Glu Asp Cys Gly Leu Phe 



1 



5 



10 



<210> 


206 


<211> 


1 1 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


raise feature 


<222> 


(1) . . (ID 


<223> 


Gt library peptide 



<400> 206 

Met Leu Asp Asn Leu Lys Ala Cys Gly Leu Phe 



1 


5 


<210> 


207 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gt library peptide 



<400> 207 

He Leu Glu Asn Leu Lys Asp Cys Gly Leu Phe 



1 


5 


<210> 


208 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gt library peptide 



<400> 208 

Leu Arg Glu Asn Leu Lys Asp Cys Gly Leu Leu 



1 


5 


<210> 


209 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gt library peptide 



<400> 



209 



Leu Leu Asp He Leu Lys Asp Cys Gly Leu Phe 
! 5 10 

<210> 210 

<211> H 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<222> {D • • (ID 

<223> Gt library peptide 



<400> 210 

Val Arg Asp He Leu Lys Asp Cys Gly Leu 
1 5 10 

<210> 211 

<211> H 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (1) • • (ID 

<223> Gt library peptide 



<400> 211 

He Leu Glu Ser Leu Asn Glu Cys Gly Leu Phe 



1 


5 


<210> 


212 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


raise feature 


<222> 


(1) . . (ID 


<223> 


Gt library sequence 



<400> 212 

He Leu Gin Asn Leu Lys Asp Cys Gly Leu Phe 



1 


5 


<210> 


213 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (H) 


<223> 


Gt library sequence 



<400> 



213 



Met Leu Asp Asn Leu Lys Asp Cys Gly Leu Phe 



1 




<210> 


214 


<211> 


1 1 

1 1 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gt library sequence 



<400> 214 

He His Asp Arg Leu Lys Asp Cys Gly Leu Phe 
1 5 10 

<210> 215 

<211> 11 

<212> PRT 

<213> Artificial Sequence 

<400> 215 

He Cys Glu Asn Leu Lys Asp Cys Gly Leu Phe 
i 5 1° 



<210> 


216 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . • (ID 


<223> 


Gt library peptide 



<400> 216 

He Val Lys Asn Leu Glu Asp Cys Gly Leu Phe 



1 


5 


<210> 


217 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gt library peptide 



<400> 217 



He Ser Lys Asn Leu Arg Asp Cys Gly Leu Leu 
1 5 10 



<210> 218 



<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<222> (1)..{11) 

<223> Gt library peptide 



<400> 218 

He Arg Asp Asn Leu Lys Asp Cys Gly Leu Phe 
! 5 10 



<210> 


219 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gt library peptide 



<400> 219 

He Arg Glu Phe Leu Thr Asp Cys Gly Leu Phe 



1 


5 


<210> 


220 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gt library peptide 



<400> 220 

He Arg Leu Asp Leu Lys Asp Val Ser Leu Phe 
1 5 1° 



<210> 


221 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gt library sequence 



<400> 221 



He Cys Glu Arg Leu Asn Asp Cys Gly Leu Cys 
1 5 1° 



<210> 


222 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


mi sc reaiure 


<222> 


(1) . . (ID 


<223> 


Gt library peptide 


<400> 


222 



Pro Arg Asp Asn Thr Lys Val Arg Gly Leu Phe 
1 5 1° 



<210> 


223 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gt library peptide 


<400> 


223 



Phe Trp Gly Asn Leu Gin Asp Ser Gly Leu Phe 
1 5 10 



<210> 


224 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) ■ . (ID 


<223> 


Gt library peptide 


<400> 


224 



Arq Arg Gly Asn Gly Lys Asp Cys Arg His Phe 
1 5 10 



<210> 


225 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


G12 library peptide 


<400> 


225 



Leu Gin Glu Asn Leu Lys Glu Met Met Leu Gin 
1 5 10 





99 6 


^9 1 1 > 


1 1 


<2 12> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) • - (ID 


<223> 


G12 library peptide 



<400> 226 

Leu Glu Glu Asn Leu Lys Tyr Arg Met Leu Asp 



1 


5 


<210> 


227 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) • • (ID 


<223> 


G12 library peptide 



<400> 227 

Leu Gin Glu Asp Leu Lys Gly Met Thr Leu Gin 
15 10 



<210> 


228 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


G12 library peptide 



<400> 228 

Leu Gin Glu Thr Met Lys Asp Gin Ser Leu Gin 
15 10 



<210> 


229 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) - . (ID 


<223> 


G12 library peptide 



<400> 229 



Pro Gin Val Asn Leu Lys Ser lie Met Arg Gin 



1 



5 



10 



<2 10> 




<211> 


11 


<z l£> 


r K 1 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


G12 library peptide 


<400> 


230 



Trp Gin His Lys Leu Ser Glu Val Met Leu Gin 
1 5 10 



<210> 


231 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


G12 library peptide 



<400> 231 

Leu Lys Glu His Leu Met Glu Arg Met Leu Gin 
15 10 



<210> 


232 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


G12 library peptide 



<400> 232 

Leu Leu Gly Met Leu Glu Pro Leu Met Glu Gin 



1 


5 


<210> 


233 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . • (ID 


<223> 


G13 library peptide 



<400> 



233 



Leu Gin Asp Asn Leu Lys Gin Leu Met Leu 
1 5 10 



<210> 


234 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


G13 library peptide 



<400> 234 

Leu Gin Asp Asn Leu Arg His Leu Met Leu Gin 
^ 10 



<210> 235 

<211> 11 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> miscjeature 

<222> (l).-(ll) 

<223> G13 library peptide 



<400> 235 

Leu Gin Asp Lys He Asn His Leu Met Leu Gin 
r 10 



<210> 236 

<211> 11 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> misc_f eature 

<222> (1) . • (ID 

<223> G13 library peptide 



<400> 236 

Leu Gin Ala Asn Arg Lys Leu Gly Met Leu 



1 


5 


<210> 


237 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


G13 library sequence 



<400> 



237 



Leu He Val Lys Val Lys Gin Leu He Trp Gin 
s 10 



<210> 238 

<211> H 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> misc_f eature 

<222> (1) . • (ID 

<223> G13 library peptide 



<400> 238 

Met Arg Ala Lys Leu Asn Asn Leu Met Leu Glu 

^ 10 



<210> 239 

<211> 10 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> mis cofeature 

<222> (1) . . (10) 

<223> G13 library peptide 



<400> 239 

Leu Gin Asp Asn Leu Arg His Leu He Gin 
s 10 



<210> 240 

<211> 10 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> mis cofeature 

<222> (1) ■ • (10) 

<223> G13 library peptide 



<400> 240 

Leu Arg Asp Asn Arg Asn Gin Leu Leu Phe 
1 5 1° 



<210> 241 

<211> 11 

<212> PRT 

<213> Artificial Sequence 



<220> 

<221> mis cofeature 

<222> (1) . • (ID 

<223> Gil library peptide 



<400> 241 

Leu Gin Leu Asn Arg Lys Asn Tyr Asn Leu Val 



1 


5 




9 4? 

£. *i C 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gil library peptide 



<400> 242 

Leu Gin Leu Asp Leu Lys Glu Ser Asn Met Val 



1 


5 


<210> 


243 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . • (ID 


<223> 


Gil library peptide 



<400> 243 

Leu Gin Leu Asn Leu Lys Lys Tyr Asn Arg 



1 


5 


<210> 


244 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gil library peptide 



<400> 244 

Leu Gin Leu Arg Val Lys Glu Tyr Lys Arg Gly 



1 


5 


<210> 


245 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gil library peptide 



<400> 245 

Leu Gin He Tyr Leu Lys Gly Tyr Asn Leu Val 



1 


5 


<210> 


246 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gil library peptide 



<400> 246 

Leu Gin Tyr Asn Leu Lys Glu Ser Phe Val Val 



1 


5 


<210> 


247 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . • (ID 


<223> 


Gil library peptide 



<400> 247 

Leu Gin Arg Asp His Val Glu Tyr Lys Leu Phe 



1 


5 


<210> 


248 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gil library peptide 



<400> 248 

Leu Val He Lys Pro Lys Glu Phe Asn Leu Val 



1 


5 


<210> 


249 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gil library peptide 



<400> 249 



He Gin Leu Asn Leu Lys Asn Tyr Asn He Val 



1 




<210> 


250 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gil library peptide 



<400> 250 

Met Gin Leu Asn Leu Lys Glu Tyr Asn Leu 



1 


5 


<210> 


251 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gil library peptide 



<400> 251 

Val Gin Val Lys Leu Lys Glu Tyr Asn Leu Val 



1 


5 


<210> 


252 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gil library peptide 



<400> 252 

Gin Leu Leu Asn Gin Tyr Val Tyr Asn Leu Val 



<210> 253 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<222> (1) . • (ID 



<223> Gil library peptide 



<400> 253 

Trp Arq Leu Ser Leu Lys Val Tyr Asn Leu Val 
1 5 10 



<210> 


254 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gil library peptide 



<400> 254 

Leu Gin Arg Asn Lys Asn Gin Tyr Asn Leu Gly 



1 


5 


<210> 


255 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gil library peptide 



<400> 255 

Leu Tyr Leu Asp Leu Lys Glu Tyr Cys Leu Phe 
1 5 10 



<210> 


256 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gil library peptide 



<400> 256 

Ser Ala Lys Glu Leu Asp Gin Tyr Asn Leu Gly 
1 5 10 

<210> 257 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> misc feature 



<222> (1) . . (ID 

<223> Gil library peptide 



<400> 257 

Leu Phe Leu Asn Leu Lys Glu Tyr Ser Leu Val 
1 5 10 



<210> 


258 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . - (ID 


<223> 


Gil library peptide 



<400> 258 

Leu Glu Leu Asn Leu Lys Val Tyr Asn Leu Val 



1 


5 


<210> 


259 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gil library peptide 



<400> 259 

Leu Pro Leu Asn Leu He Asp Phe Ser Leu Met 



1 


5 


<210> 


260 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gil library peptide 



<400> 260 

Leu Pro Arq Asn Leu Lys Glu Tyr Asp Leu Gly 
1 5 10 



<210> 261 

<211> 11 

<212> PRT 

<213> Artificial Sequence 



<220> 



<221> misc_f eature 

<222> (1) . . (ID 

<223> Gil library peptide 



<400> 261 

Leu Arq Leu Asn Asp He Glu Ala Leu Leu Val 
1 5 10 



<210> 


262 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gil library peptide 



<400> 262 

Leu Val Leu Asn Arg He Glu Tyr Asn Leu Leu 



1 


5 


<210> 


263 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . • (ID 


<223> 


Gil library peptide 



<400> 263 

Leu Lys Arg Lys Leu Lys Glu Ser Asn Met Gly 



1 


5 


<210> 


264 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<221> 


misc feature 


<222> 


(1) . . (ID 


<223> 


Gil library peptide 



<400> 264 

Leu Lys Arg Lys Val Lys Glu Tyr Asn Leu Gly 
1 5 10 

<210> 265 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



<220> 

<221> mis c__f eature 

<222> (1) . . (19) 

<223> Reverse primer 



<400> 265 

gaaaatcttc tctcatccg 



<210> 266 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (1) . . (ID 

<223> Gt library peptide 



<400> 266 

He Leu Glu Asn Leu Lys Asp Cys Gly Leu Leu 
15 10 

<210> 267 

<211> 9 

<212> DNA 

<213> Homo sapiens 

<400> 267 
gccgccacc 

<210> 268 

<211> 57 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> mi sc_f eature 

<222> (1) . . (57) 

<223> Gi alpha 1/2 carboxy terminal sequence oligonucleotide 



<400> 268 

gatccgccgc caccatggga atcaagaaca acctgaagga ctgcggcctc ttctgaa 



<210> 269 

<211> 57 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> mis c_f eature 

<222> (1) . . (57) 

<223> complementary strand to Gi alpha 1/2 oligonucleotide 



<400> 269 

agctttcaga agaggccgca gtccttcagg ttgttcttga ttcccatggt ggcggcg 



<210> 270 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> mis cofeature 

<222> (1) . . (19) 

<223> forward primer for G alpha carboxyl terminal peptide insert 



<400> 270 

atccgccgcc accatggga 



<210> 271 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_feature 

<222> (1) . . (20) 

<223> reverse primer for G alpha carboxyl terminal peptide insert 



<400> 271 

gcgaaaggag cggggcgcta 



